. A representative example of the fold changes in expression of lncRNAs between tumor (ID: 6236) and adjacent non-tumor tissues (ID: 6235). X axis (1-12) indicates the column location of specific lncRNA. Y axis (A-H) indicates the line location of specific lncRNA. Z axis (0-1000) indicates the fold change of lncRNA between tumor and paired non-tumor tissues. There is a wide range in variations of expression between tumor and nontumor tissues, indicating the potential usefulness of aberrant lncRNAs as tumorigenic biomarker.
. Volcano Plot comparing tumor and non-tumor status for 90 lncRNAs. Over 60% (55/90) of the lncRNAs were detectable in over 90% of liver tissues, suggesting the abundance of lncRNAs expression. Many lncRNAs were down-regulated in tumor tissue, while a few lncRNAs were up-regulated in tumor tissue. Table S1 . Name and location of lncRNAs detected in the Lnc Profiler™ qPCR Array. 
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